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About this
chapter

In this chapter

Introducing UNICORN

Introducing UNICORN 1

This chapter contains:

e An overview of the UNICORN™ system and general information that you need

before you can start.

¢ Information about the user documentation for UNICORN and how to use it.

e AQuick Start Guide that can be used as a shortcut for experienced users that want

to start right away.

This chapter contains the following sections

Topic See
About UNICORN 11
About this manual 12
About the UNICORN user documentation 13
Quick Start Guide 1.4




1 Introducing UNICORN
1.1 About UNICORN

11

Introduction

What is
UNICORN?

Operating environ-
ment

Windows func-
tions

Compatible chro-
matography sys-
tems
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About UNICORN

This section is a general overview of the UNICORN system.

UNICORN is a complete package for control and supervision of synthesis and
chromatography systems. It consists of control software and a controller card for
interfacing the controlling PC to the liquid handling module.

UNICORN runs on a PC under Microsoft® Windows® 2000 or Microsoft Windows XP.
It is designed to run under English keyboard settings.

Most Windows functions are also available in UNICORN, including:
e cutand paste
e right-click short-cut menus

Note: Drag and drop is not available. File and folder handling in UNICORN also differs
from the general Windows file manager standard.

UNICORN can be used with a number of systems including

o AKTA™ design systems

e OligoProcess™ systems

e BioProcess™ systems

Note: All examples in this guide are based on an AKTA oligopilot™ 100 system that
operates with the AKOPc100 strategy. If you use another system you may find that

the descriptions and instructions do not match your system on every point. In that
case you also need to refer to the user documentation for your specific system.




Introducing UNICORN 1

System networks UNICORN can be installed on a stand-alone computer to control only a single, locally
attached system. However, a stand-alone computer can control up to a maximum
of four separate systems. In a network installation each computer workstation can
operate many systems regardless if they are locally connected or not. Each system
can only be operated by one workstation at a time, but several may view the output
data.

Software modules The UNICORN control software consists of four integrated modules:

Module Function

UNICORN Manager File handling and administration, e.g.
definition of systems and user profiles
etc.

Method Editor To create and edit methods for pre-

programmed control of oligonucleotide
synthesis systems.

System Control To control and monitor the synthesis
processes online, through method-
based or manual control.

Evaluation To evaluate and present stored results
from synthesis processes.

Note: All modules are active when the program is operating, and are not closed when
they are minimized. A minimized System Control unit may control a process.

ep5
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1.1 About UNICORN

Work flow The work flow in UNICORN can be divided into four distinct stages. Each stage is
described in separate chapters in this manual. The flow chart below shows the work
flow stages.

1 . Create a methed

? Run the method

3_ Evaluate the results

4. Compile a report I

Help functions An online help utility is included in the UNICORN software. The table below describes
how to access the help utility.

Ifyouwantto access... | Then...

the general help utility. | open the Help menu in any of the software modules.

context-specific help e click the Help button in the dialog box.

topics.
P or

e press the F1 key on your keyboard.

Security The table below describes the main security functions in UNICORN:

Feature Function

Access Security Only authorized users can access
UNICORN. Each user is assigned an ac-
cess level, which defines the functions
that the user is permitted to use.

Connection Security A running system can only be con-
trolled from one connection. Systems
may be locked with a password to pre-
vent other, un-authorized users from
changing parameters.

28-4010-46AA epb6
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Feature

Function

Data Security

Result files from an ongoing synthesis
run can be saved automatically at pre-
setintervals to minimize data loss if the
system fails. The results are saved loc-
ally if the network communication fails.

Electronic Signatures

Method and result files can be signed
electronically for enhanced security
and accountability.

ep7
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1.2

Introduction

The purpose of
Getting Started

The model system

Refer to other
manuals

Document struc-
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About this manual

This section provides a general description of the manual, the contents and the
pre-requisites for the examples and instructions that are presented in the Getting
Started guide.

The purpose of Getting Started is to present a quick and easy guide to the system
for a user with limited or no experience of UNICORN. The work flow is presented in
the form of practical instructions for how to operate a model system. These
instructions form a basic framework that the reader can expand on by reading
selected parts in the other manuals.

UNICORN software can be used in numerous possible system variations. For practical
reasons the user documentation is based on a model system that consists of:

» AKTAoligopilot 100
e Strategy AKOPc100
Note: If you use another system you may find that the descriptions and instructions

do not match your system on every point. In that case you also need to refer to the
user documentation for your specific system.

The examples and instructions that are presented in this manual are deliberately
limited to a minimum to reduce the number of pages that you will need to read. In
almost all cases you will find additional information about each topic in the User
Reference Manual.

The manual is divided into chapters. Each chapter starts with a brief overview that
presents the contents and the headings for the sections that the chapter contains.
The section begins with an introduction that summarizes the content.

A section is divided into blocks of information with separating lines. The blocks are
identified by labels in the margins. This makes it easier for you to quickly scan a page
to find the exact topic you are looking for.

Getting Started contains nine chapters that can be sorted logically into 4 major topics:

Topic Chapter

Background information. 1. Introducing UNICORN
2. UNICORN concepts




Typographical
representations

Pre-requisites

Introducing UNICORN 1

Topic Chapter

How to prepare the system. 3. How to start your system

4. How to create a method

How to run the system. 5. How to perform method runs

How to use the results. 6. How to view results

7. How to print chromatograms

8. How to create and print reports

Menu commands, field names and other text items from the software are quoted
exactly as they appear on the screen, in a bold typeface:

e Example: Run Setup

Search paths are shown in a bold typeface with a separating colon between each

level:

e Example: View:Windows:Customise (i.e. the menu command Customise in the
sub-menu Windows from the View-menul).

Text entries that UNICORN generates or that the user must type are represented by

a monotype typeface:

e Example: Connection change

The following pre-requisites must be fulfilled before you can use this manual the way
it was intended:

e You need to have a general understanding of how your PC and Windows works.
In most cases universal computer functions will not be explained.

e UNICORN must be installed and configured correctly on your computer.

e You need to understand the concepts of oligonucleotide synthesis. Terminology
and functionalities will be explained only when they differ from normal practise.

e Before you try to operate a synthesis system based on the instructions in this
manual you need to study and understand the safety information that is part of
the system documentation.
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1.3 About the UNICORN

1.3

Introduction

The manuals

User info about
Getting Started
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user documentation

About the UNICORN user documentation

The user documentation for UNICORN is divided into three separate manuals. This
section is an overview of the contents and the relationship between the manuals.

The three manuals are:

e Getting Started with UNICORN for oligonucleotide synthesis (See section 1.2 About

this manual on page 8)

e UNICORN User Reference Manual for oligonucleotide synthesis
e UNICORN Administration and Technical Manual

Started manual.

The questions and answers in the table below describe the features of the Getting

Question

Answer

Who should read Getting Started?

Users that are new to the UNICORN
system and with limited experience
from other systems for oligonucleotide
synthesis.

What do | need before | start?

A basic knowledge of PC and Windows
functions and an understanding of the
concepts and terminology of oligonuc-
leotide synthesis.

What are the contents of Getting Star-
ted?

Basic descriptions of UNICORN and its
use, based on a model system.

How should | use Getting Started?

Read in front of your computer and test
the instructions at the same time.

When do | need to refer to the User
Reference Manual?

When you need:
e more in-depth information,

e alternative ways to perform a task.




User info about
the User Refer-

ence Manual
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Question

Answer

When do | need to refer to the Adminis-
tration and Technical Manual?

When you need:

e general information about the net-
work functions of UNICORN,

e toset up and configure a UNICORN
workstation in a network,

¢ to trouble-shoot a workstation with
network problems.

The questions and answers in the table below describes the features of the User

Reference Manual.

Question

Answer

Who should read the User Reference
Manual?

e Users that are experienced with
previous UNICORN system versions.

e Users with vast experience from
other systems for oligonucleotide
synthesis.

What do | need before | start?

e Knowledge of PC and Windows
functions.

e Anunderstanding of the concepts
and terminology of oligonucleotide
synthesis.

e Preferably some previous experi-
ence with UNICORN.

What are the contents of the User Ref-
erence Manual?

e Detailed descriptions of UNICORN.

 Instructions on how to use the sys-
tem, with suggested alternatives.

Note: Most instructions are based on a
model system.

How should | use the User Reference
Manual?

Depending on your previous experience
you can either read

e whole chapters from the beginning
to the end

» only selected sections for reference.

epll



1 Introducing UNICORN
1.3 About the UNICORN user documentation

Question Answer
When do | need to refer to Getting When you need brief, step-by-step in-
Started? structions for a selected task.

When do | need to refer to the Adminis- | When you need
tration and Technical Manual?  general information about the net-
work functions of UNICORN.

e toset up and configure a UNICORN
workstation in a network.

e totrouble-shoot a workstation with
network problems.

User infoabout  The questions and answers in the table below describes the features of the
The Administra-  Administration and Technical Manual.

tion and Technical
Manual Question Answer

Who should read the Administration System administrators.
and Technical Manual?

What do | need before | start? e General knowledge of UNICORN.

* Knowledge of PC, Windows and
general network administration
functions.

e Anunderstanding of the concepts
and terminology of oligonucleotide
synthesis.

What are the contents of the Adminis- | Detailed instructions of
tration and Technical Manual? e how toinstall and maintain

UNICORN in a network environment.
e how to create and administrate user
profiles.

Note: Most instructions are based on a
model system.

28-4010-46AA ep 12
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Question

Answer

How should | use the Administration
and Technical Manual?

e If you are an experienced adminis-
trator of previous UNICORN versions
you can read selected sections for
reference.

e Ifthisis your first experience of
UNICORN administration we recom-
mend that you study the manual in
detail.

When do | need to refer to Getting
Started?

When you need brief, step-by-step in-
structions for a selected task.

When do | need to refer to the User
Reference Manual?

When you need more information
about the basic functions of UNICORN.

ep13
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1.4 Quick Start Guide

1.4 Quick Start Guide

Introduction This guide is intended for users who are fully familiar with the safety precautions and
operating instructions that are described in all manuals, i.e. experienced users of
previous versions of UNICORN. The instructions applies to an AKTA oligopilot 100 and
assume that all installations were made according to the instructions.

Quick Start in- The table below describes how to create a Synthesis method, run the Synthesis and
structions generate a printed report. The instruction is based on an Instant Run.

Step

Action

1

Click the Instant run icon in the UNICORN Manager.

2

Result: The InstantRun dialog box opens.

e Select a system (if necessary).
e Select a template.
¢ Click the Run button.

Result: The Start Protocol opens in the System Control module with
the Variables page displayed.

e \Verify that the Weight_of_Support value is correct.

Verify that the Loading_of_Support value is correct.

Verify and change all other values as required.

Click Next to proceed through several pages.

Type appropriate values on the Questions page.

Note: You must select type of support and a Column.

¢ Click Next to proceed through several pages.

Select Print_SyntData_AKTA in the Evaluation procedures page for
a printed report after the run.

Click the Start button on the last page.

Result: The run starts.

Note: The system can be set up so that you must confirm and close two message
dialog boxes before the run starts.

28-4010-46AA epl4
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2 UNICORN concepts

Introduction This chapter contains definitions and descriptions of some of the specific concepts
that are presented in this manual and in the other UNICORN manuals. General
concepts and common oligonucleotide synthesis terminology are not explained here.

In this chapter This chapter contains the following section
Topic See
Concept definitions 2.1

epl5
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2.1 Concept definitions

2.1

Introduction

Alarms

Batch run

Chromatogram

Curves

Method

MethodQueue
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Concept definitions

e This section contains explanations and definitions of a number of UNICORN
concepts that are used in this manual.

e The concepts are sorted in alphabetical order.
Note: The section also lists some concepts that are described only in the User

Reference Manual. These concepts are included for reference since they may be
found in menus and dialogs that you will use while working with this manual.

Systems settings or method instructions specify acceptable limits for monitor signals
during a synthesis run. An Alarm dialog box will be displayed on the screen and an
optional alarm can sound if a specified limit is exceeded. The system will be paused.

Note: Refer to the User Reference Manual for information about Alarms. The topic is
not covered in this manual.

You can perform a Batch run of a number of result files in the Evaluation module.
The files do not have to be open and the run operates in the background. The
procedure is useful if you want to print a number of results with the same settings,
or if you want to perform integration with the same parameter settings on many
results.

Note: Refer to the User Reference Manual for information about Batch runs. The topic
is not covered in this manual.

A chromatogram is a collection of data represented by a number of curves that have
been created during a synthesis run, e.g. UV and conductivity etc. The original raw
data curves cannot be deleted or modified. They can be used as a basis for evaluation
procedures and subsequent creation of new curves.

A chromatogram can also contain curves that have been created and saved during
an evaluation session.

The monitor signals from the synthesis run are displayed graphically as curves.

The program instructions for a synthesis run are defined in a Method. A Method is
normally divided into blocks that represent steps in the synthesis process. Each block
consists of a series of instructions that request specific operations in the system.

MethodQueues are used to link several methods (different columns) together, on the
same or on different systems.



Result files

Strategy

Synthesis Data

Template

UNICORN concepts 2

Example: A MethodQueue can be set up to conduct a CIP study of a number of
columns, through a controlled series of scouting runs.

Note: A method can be placed in a MethodQueue if the system is busy when the
operator wants to run the method. Refer to the User Reference Manual for information
about MethodQueues. The topic is not covered in this manual.

UNICORN creates Result files when a method is run. The Result files contain:

e Run data from the monitors in the oligonucleotide synthesis system.

Example: UV absorbance, flow rate, conductivity etc.

¢ Documentation from the run.

Example: Logbook entries, settings, text method etc.

e Saved results from evaluations of the run data.

Example: Peak integrations, synthesis data etc.

Part of the UNICORN software is specific for the system that it is set up to operate.
The system specific part is usually referred to as the Strategy. The Strategy defines
available method and manual instructions, system settings, run data, curves and
method templates.

S

UNICORN System
" "
| Strategy |

Note: The examples in this guide are generally based on the AKOPc100 strategy.

Synthesis Data is a spreadsheet that can be displayed over the System Control
module. It contains online integrated trityl data. The row corresponding to the cycle
that is in progress is marked.

Templates are basic methods that can be used as a starting point for developing
customized methods and sequences. The method variables in a suitable Template
is adjusted to create a method for another application.

epl7
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Variable

Warnings
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Values at breakpoints in the Method and instruction parameters may be defined as
Variables. Variables makes it easy to adapt a method to a particular synthesis run.

e Aframework Method with default parameters can be changed to create variants.

Systems settings or method instructions specify acceptable limits for monitor signals
during a synthesis run. A Warning dialog box may be displayed on the screen if a
specified limit is exceeded. The system will still continue to run after a Warning.

Note: Refer to the User Reference Manual for information about Warnings. The topic
is not covered in this manual.
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In this chapter

How to start your system 3

How to start your system

The first step when you begin your work with UNICORN is to start the system. This

chapter describes how to start the program and log on as a user.

This chapter contains the following section

Topic

See

How to start UNICORN and log on

31

ep19
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3.1 How to start UNICORN and log on

31 How to start UNICORN and log on

Introduction This section describes how to start the UNICORN program and how to log on as a
user.

Username and The system administrator creates and defines users and may also create your initial

password password. (You may change the initial password to another later). The program can

also be set up so you can logon without a password.

How to start the  Note: If UNICORN is already started by a previous user, proceed to "How to log on".

program There are two ways to start the program:

If you start with... then...
a UNICORN icon on double-click the icon.
your desktop, 1N

2l .~

LINICORN

the Windows Start locate the program under Programs:Unicorn and click
menu, UNICORN.

The Logon dialog This is an illustration of the UNICORN Logon dialog box:

bOX Logon

UMICORM logon
N £
User name:

|%ﬂ

Password:

!
(] I Cancel | Help |

Note: The Logon dialog has a Password text box only if a password is required.

28-4010-46AA e p 20
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How to log on The table below describes how to log on to UNICORN.

Step Action

1 ¢ Select Tools:Logon.

or
¢ Click the Logon/Logoff icon in the UNICORN Manager.

|20

2 Select your username in the list.
3 Type your password (optional).
4 Click OK.

The four program The program has four windows or modules. When you start the program and log on

windows you work in the UNICORN Manager. UNICORN also automatically opens the Method
Editor, the System Control and the Evaluation modules. These modules are minimized
until you activate them.

Log off after you  Always log off when you leave the computer to prevent others from accidentally
are finished changing or deleting your files, or disturbing your synthesis runs. There are two ways
to log off:

e Select Tools:Logoff.

or

e Click the Logon/Logoff icon.

ﬂJ

ep2l
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Introduction

In this chapter
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How to create a method

Synthesis runs are programmed as Methods in UNICORN. Before you can proceed
with a chromatography run you need either to use an existing method or create a
new method. This chapter describes two different ways to create new methods.

This chapter contains the following sections

Topic See
How to use method templates 4.1
How to use text instructions 4.2




4.1

Introduction

Open the New
Method dialog

The New Method
dialog box

How to create a
new method

How to create a method 4

How to use method templates

This section describes how to create methods based on an existing template.

Note: The synthesis template methods are provided in two different versions, one for
Recirculation amidite coupling technique and one for FlowThrough amidite coupling
technique. Recirculation is the recommended technique.

Open the New Method dialog in the UNICORN Manager.
e Select File:New:Method.

or
e Click the New Method icon.

<8

(You can also select File:New in the Method Editor module.)

The illustration below shows the New Method dialog box:

|
Foor system: — L=
T ~| (¢ C Tewee O MehedEdw |
Template selection
Technigue: Methad nates:
IAn_l,- L‘ TEMPLATE method: "Delivery tazt Pump A8 AKTA ﬂ
olgopdat 100"
Template: Edition A for Strateqy AKOPc] 00, September 2-2000.
Disthylamine Treatment &K T4, oligepilot 100 Delivery test of Pump A & B to detesmine accuracy of
Flovthiough & e Calumn AKTA dligopilct 100 sabvent delery.
Flowhi h FireLINE 35 Cal AR TA abgopilat 100
Inl:lallellci‘mugtesjtn.:KTA Digopn[CLl‘quIEU olgopi Fallawe the instructionzas they are dizplayed onthe Screen .
Pre Synthesis Purge AKTA oligopilat 100
Hr:cyg; Bes:lstcﬁ':n BETA 2|Iigu0£i|zt 100 Itz recommended to pesform the Delivery test prior to stait of
Fiecycle FineLINE 35 Coluran AKT A cligopilct 100 aspthesis. [f the collected volumes are smalles than
SHUTDOWN 4ETA oligopilot 100 expected, air may be apped i the: piston heads.
The methed takes approximately 10 minutes to complete.
For coluren;
fry = =
oK & | Cancel | Help |

The table below describes how to create a method in the New Method dialog box.

Step Action

1 Select Template in the Use field.

2 Select the system you want to create the method for.

ep23



4 How to create a method
4.1 How to use method templates

Step Action

3 Select a template in the Template list.

4 Click OK. This opens the method template as an untitled method in
the Run Setup in the Method Editor module.

Note: The Technique and Column droplists are not used in oligonucleotide applications.
Both should be set to Any.

The Sequence tab Click the Sequence tab in the Run Setup. The sequence name and actual sequence
are displayed.

e All Optional method steps check boxes should be checked when making your
first run.

Vaiiables | Notes | Feference Cuives | Evalustion Proceduies | Method Infoimation | Stan Prolocel  Sequence | Guesions | Resuk Name |

Sequence name: iTESI-Z’JImmStandardﬁnicﬂ:eVahe 1 pos. TiyHOFF, [02]

& DHA
. ANA

(ol
&4

€ Modied
& Slandard

Graup I

5'ijﬂ| COGATT 2AQ COA AGTTT
£l

fo. 00f 20

- Optional methad sheps
¥ Puige smidile
¥ Puige sclvents
[ Cokrrn wash
¥ Einal delibdation

LCreate Method... Open Seq... Save Seq. Dekele Seg.. | Cioss References...

How to change
variables

The method is represented by a number of blocks on the Variables tab. Each variable
can be changed to a new value.

If the value is...

then...

a numerical value,

click the Value box and enter a new value.

OFF or a numerical
value in blue,

 right-click the box to toggle between OFF and nu-
merical values.

enter a new value.

in a box with a droplist
arrow,

click the arrow and select a new value from the droplist.

28-4010-46AA e p 24
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The Variables tab  The illustration below shows the Variables tab.

e Verify that the Weight_of_Support and Loading_of_Support boxes are set
correctly.

e Scroll down to the Conc_Amidite_DNA box and verify that it is set to the
concentration of the amidites in the amidite bottles.

Wanablez | Mobex | Queglims] Reference D.:Negl Evalualion Prcr_'eﬂ.lres] Methad Infnlma'nnl S!allPrahcr:n‘l] Seq.:enr:e] Resul Name]

Block Wariahle Value Range
bain Cedumn_olume: {i) £.300 0,100 - 539539, 000
START_parameters Column_Veluwne {ml} 520 0,10 - 500.00
Weight_of Suppont igh a0 0.10-150.00
Loading_of_Support fumci/gh 10 1-280
Column_Murrber Column_Mumizar Column_1 =
Arnidile_Puge_volume Amnigite_Puige_voume fmi} 1.00 0.00 - 959953.00
Salvent_Punge_wohmez Solvent_Purge_valume (mit 5.00 0.00 - 9599593.00
DMA_parsmeters Er_Amidile_DHA (Eal 15 1.0-100
Cone_furidle DNa M} 0100 0,010 - 0500
Frecpcle_DMA Fizcycle_Time_ Dt {mind 200 0,00 - 953353.00

[+ Display lodlip far estended variable cells Edt'\."ariahle...l Help I

The Start Protocol The Start Protocol tab shows the items that will be displayed as pages in the Run
Setup sequence.

e Click the check boxes for the items that you want to select.

Wariables | Motes | Quesiions || Reference Curves | Evalusiion Precedues | Methad Infamation| Stait Pratocel ISemenr:e] Fiesul hzme |

LChacked keme aie dizplaped before mathod iz starlad:

~|¥anablcs

W Text Methad
»|Notes
wQuestions
IColmng
|Aefeience Cuves
'w|Evaluation Frocedures
_IMlethad Informatian
IS elings
CICabbeatizn

w5 equence

| Aesult Name
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4 How to create a method
4.1 How to use method templates

How to finalize The table below describes how to finalize the creation of your method, and how to
and save your save it.
method

Step Action

1 ¢ C(Click the Sequence tab.
e Click the Create Method... button.

Result: The Save As dialog box opens.

2 e Type a name for the method.

e If necessary, select the system the method is created for.

e Click OK.

Result: The method is saved and available in the Methods window in

the UNICORN Manager. The method remains open in the Method
Editor so you can continue editing if you wish.
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How to create a method 4

4.2 How to use text instructions

Introduction Sometimes you need more advanced editing facilities, which are available when you
work directly in the Text Instructions Editor in the Method Editor. This section is a
brief description of this process.

The Text Instruc-  You can use the Text Instructions in the Method Editor to build your method step

tions Editor by step. You can also use the editor to modify instructions in methods based on
templates.
When do | use Use text instructions when you want to:

Textlnstructions? , nge selected instructions in the method, e.g. the outlet valve position,

e add blocks or instructions, e.g. Watch instructions,
e change method instructions to adapt to non-standard system configurations,

e create new methods for applications not covered by the supplied templates.

Valid instructions The system strategy determines the available instructions. A method that is developed
for one system may not be valid for another.

How to open the  The table below describes how to open the Text Instructions Editor.
Editor

Step Action

1 Select the Method Editor module.

2 Select File:New.

Result: The New Method dialog opens.

3 e Select a system (if more than one is available)
e Select Method Editor and click OK.

Result: The Method Editor module opens in text edit mode.

4 Proceed with step 5 and 6 if the screen is blank.

5 Click the Customise Panes icon.

]
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4 How to create a method
4.2 How to use text instructions

Step Action

6 Select Text and Instruction Box and click OK.
x
[wiiT ext

wFlow scheme
vl Ingtruction box

K r_\ I Catcel Help

How to enter Text The text instructions are selected in the Instruction box in the lower part of the

Instructions

How to save your

method

28-4010-46AA
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Method Editor. Applicable parameters can be edited for each selection. Use the
buttons to Insert, Change, Replace or Delete the selected instructions. All text entries
are shown in the Text pane.

The illustration below shows the Instruction box:
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Before you can run your method you must save it.

e Select File:Save.

or

¢ Click the Save icon.

=




Introduction

In this chapter

How to perform method runs

How to perform method runs 5

Once you have a defined synthesis in place you can perform a synthesis run. You
can monitor its progress in the System Control module. This chapter describes how
to perform the method run, the data display, how you can focus on the information
you are interested in and make adjustments while the method run is in progress.

This chapter contains the following sections

Topic See
How to run your method 51
The System Control module 5.2
How to change the way your run is displayed 53
Manual control 5.4
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5 How to perform method runs
5.1 How to run your method

5.1

Introduction

Connect to the
system

Prepare the sys-
tem

How to start a
method run

28-4010-46AA e p 30

How to run your method

Follow the instructions in this section if you want to start a synthesis run based on
the method you created and saved in the previous chapter. Also use this procedure
if you want to run other methods.

Before you can start a run, you must connect to the system. Open the System Control
window and look at the Connection panel in the Run Data section. If you are not
connected the panel will show the text NO. Once you are connected the text changes
to YES. Refer to the User Reference Manual if your system is not connected.

Run Hield Continue

Run method|
Connection

Run Status
End

Instruments
Ready

After the system is connected it must be prepared. Verify that this already has been
done or refer to your system documentation for the correct procedure.

You initiate the synthesis run in a series of dialog boxes in the Run Setup in the System
Control module. The Start Protocol for the method decides which pages you need
to fill in. The steps in the table below is an example of a Run Setup sequence. When
you are finished in one dialog box you click Next to proceed.

Step Action

1 ¢ Select the File:Run menu command

or

e click the Run toolbar icon.

Run

Result: The Run Setup opens.

2 In the Variables dialog box:

¢ \Verify that the value for Weight_of_support is equal to what was
calculated when the column was packed.

e \Verify that the Loading_of_support value is appropriate.




How to name the
result file

How to start the
method run

How to perform method runs 5

Step Action

3 ¢ Proofread the sequence in the Text method dialog box.

Note: The sequence cannot be modified at this time.

4 In the Notes dialog box some information can already be present.
Click the Start Notes tab and add your own comments.

5 In the Questions dialog box some questions may be mandatory and
must be answered before you can start.

6 In Evaluation Procedures you select the automated operations you
want the system to perform after the synthesis run, e.g. a printed
synthesis report.

7 The Sequence page displays the sequence and Optional method steps.
This cannot be changed at this point

Click Next to proceed to name your result file and define where it
should be stored.

The final step before starting is to name your result file and define where it should
be stored. The default file name is defined in the Result Name page of the Run Setup.
By default the result file name will either be the same name as the method, the date
of the run or a pre-defined name. The name is followed by a three-digit sequence
number starting with 001. You can change this name and select a new directory by
clicking Browse.

You can also select to have the software add a unique identifier to the file name.

¢ Click the START button in the Result Name dialog box.

The result depends on how UNICORN is configured:

e The synthesis run starts

or
e The synthesis run is set to Pause and a couple of message dialog boxes open.
If the system is set to Pause, continue with the following steps:

e Read the messages and confirm by clicking the Close buttons.

e Click the Continue icon.

Result: This will initiate the method run and you can follow its progress in the System
Control module.
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5 How to perform method runs
5.2 The System Control module

52 The System Control module

Introduction All data on your synthesis run are displayed in the System Control module. You have
a choice of four different panes that can be open one at a time or all at once in
separate parts of the window.

How to select dis- The table below describes how to select the panes that are displayed in the System
plays Control module.

Step Action

1 ¢ Select the View:Panes menu command.

or

e Click the Customise Panes icon.

]

2 Click the check boxes for the panes that you want to display.
x

[wRundata
[w|Curves

Flow Scheme
w|Logbook

ok [_\ I Cancel Help

3 Click OK.
The Run Data The Run Data pane shows the current values for the running parameters. When the
pane system is running, the text Run is displayed in the Run Status panel. If the system is

operated manually the text Manual is displayed. The illustration below shows only
part of the Run Data pane.
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How to perform method runs 5

The Curve Data  The Curve Data pane shows selected monitor signals as curves during your method

pane run. All curves are stored in the result file. Normally the curves are scaled with auto
scaling, i.e. the scale is adjusted continually to the highest and lowest values for each
curve.
— T — e — e
wn0d
I H 1

'!I[
|
=y
1
.

Sl
u

The Flow Scheme The Flow Scheme pane shows a schematic view of your system configuration.
pane

x

The Logbook pane The Logbook pane is shown at the bottom. The Logbook shows exactly when the
instructions in the method were executed during the run. It also shows all manual
instructions that were performed and all alarms and warnings that were registered.
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How to view a

. If you want.... then....
single pane

to enlarge a pane right-click and select Maximize.

to return to the original | right-click and select Restore.
size
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5 How to perform method runs
5.2 The System Control module

How to view Syn- ¢ Select the View:Synthesis Data menu command.

thesis Data o . : . .
This will open the Synthesis Data dialog box where the online integrated trityl values

are displayed. The highlighted row displays the cycle that is running currently.

=100=]

Synthesis Data Z
Face Retertion [iml] || Duration o] Disliit e PeakHaight [ LastEil. (&) [ éwerzaeEll ) [=]
1 T 758 362 3562,70 420,00 00,00 oo =
T 745 358 406,30 443200 10450 10225 [~
T 758 362 1083830 504,00 0430 10292
& 755 358 TETNED 450700 100,00 10220
I A 752 352 327500 415200 100.00 10176
&
% -
2 5 =
Clesze Help
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5.3

Introduction

How to edit the
pane displays

How to change
the Y-axis scale
display

How to change the way your run is displayed

How to perform method runs 5

There are a number of ways to change the way your method run data is displayed

in the System Control module. This section describes a few of the options.

The table below describes how to open the Properties dialog box to edit the way the
panes are displayed.

Result: The page shows all the options that you can select in this par-
ticular pane. You also have a choice of different styles, colors and axis

layouts for your curves.

Step Action

1 Right-click in the pane you want to edit.

2 Select Properties from the menu.

3 Click the tab for the pane you want to edit.

Tifkz
Run Data Graugs

CuveStleendCoour | FlowScheme | Logbook
I Fiun Dala Cofour I Ciries I i

_______________ | [Cirrslruments - [aw Grauga...

[CICerrecton

R un Slalis Edit Gioup...
15 cauing Ma:

Mhce. Volume Delebs Graug.,

B luck Volume
Face. Time
B lock Time
AFlowh
FFlowB

MCond
FUV_436nm
FUV2_290nm

U3 onm

Uy _Oue

Flntegrale =

ok || Coneel |

Heh

|

You can select which curve the Y-axis scale refers to in two different ways:

e Click the curve name at the top of the Curve Data pane.

or

e Click the Y-axis scale to toggle between the curve scales.
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5 How to perform method runs
5.3 How to change the way your run is displayed

How to set fixed  The table below describes how to set a fixed value range for the Y-axis for a selected
values for the Y-  curve in the Properties dialog box.
axis

Step Action

1 Click the Y-axis tab.

2 Click the curve you want to edit.

3 Click the Fixed radio button.

4 Type a minimum and a maximum value. The maximum range values

allowed are shown above the entry boxes.

5 Repeat steps 2 to 4 for all other curves you want to edit.

6 Click OK.
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5.4 Manual control

Introduction In some applications you may want to change some parameters manually during a
run. This section exemplifies how you can change the pump flow manually.

How to change The table below describes how to change the pump flow.
the pump flow

Step Action

1 Select Manual:Pump.

Result: the System Pump Instructions dialog box opens The Pump
radio button is selected.

2 Click the function you want to change, i.e. Flow_A.

3 Enter a new value (Flow_A) under Parameters. You can use the arrows
to step the value up or down.

4 ¢ Click Execute to execute the instruction immediately.

or
e Click Insert to add the instruction to the list below the instructions
menu.

Note: If there are instructions on the list, the Execute button will execute
all instructions on the list at the same time.

5 Click Close to close the dialog box.

The System Pump The illustration below shows the System Pump Instructions dialog box:
Instructions box

System 1 Pump Instructions él

Inztructions -~ Parameters- .

& il Flow i Flow_ 4 [0.0-10.0) nsen |

" Flowpath Flowy_8 oo ill mlfminy [ielete
LFlow g

" AlamshMor LFlow B i
LFlow_&E

' Dibes PFlom_a, - Closs

I PFlaw_B -

— Help

Note: The parameter values will be updated continually during the run if the Auto
update checkbox is selected.
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5 How to perform method runs
5.4 Manual control

How to end your  Click the End button to end the method run before it is finished. You can save the
run manually partial result the same way that you save a completed run.

Run Continue End %
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How to view results 6

6 How to view results
Introduction This chapter describes how to view the results from your method runin the Evaluation
module.
In this chapter This chapter contains the following sections
Topic See
How to view and edit your result layout 6.1
How to view the run documentation 6.2
How to compare curves 6.3
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6 How to view results
6.1 How to view and edit your result layout

6.1 How to view and edit your result layout

Introduction This section describes the basics of how to view and edit the layout of your results
in the Evaluation module.

How to open the  The table below describes how to view the results.
result file

Step Action

1 Complete the method run.

2 Locate the result file in the Results pane in the UNICORN Manager
module.

3 Double-click the file.

Result: The file opens in the Evaluation module.

The Raw Chroma- The result file is opened in a Chromatogram window. The default view shows all the
togram Data curves as in the illustration below.

[ nFnaaas o1 _ile_sioam —— nerass WO ET_Ls_sahnm —— ronesas G0 -_Ih_Nnn ——r@nnids A 1_ii_
ST TPk MEraTHA T Tard CEReRaE C04-1 Pemnns — - Mneddd 006 _Lighack

M ‘.HW .

—
|

e -

ol -

ECTTIE B

J'{ i

Ll
of

= R E \ r
Ty
(i il i

How to change The table below describes how to change the layout of the Chromatogram display.
the chromato-

gram layout Step Action

1 Right-click in the Chromatogram window and select Properties.

Result: The Chromatogram Layout dialog box opens.
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Raw data curves
are saved

How to change
the Y-axis scale

How to change
the Y-axis scale
display

How to view curve
details

How to view results 6

Step Action

2 Click the Curve tab.

3 Click the check-boxes to de-select the curves that you do not want to
display.

4 Click OK.

Your selections determine the curves that are displayed in the Chromatogram window
and shown on printouts.

Note: The original raw data curves can never be modified, renamed or deleted from
the result file.

Normally the curves are auto scaled, i.e. the highest and lowest values for each curve
set the scale. The table below describes how to change auto scaled Y-axis scales to
fixed values in the Chromatogram Layout dialog box.

Step Action

1 Click the Y-axis tab.

2 Click the curve you want to edit.

3 Click the Fixed radio button.

4 Enter new minimum and maximum values.

5 Repeat steps 2 to 4 for all other curves you want to edit.
6 Click OK to execute the changes and close the window.

You can select which curve the Y-axis scale refers to in two different ways:

e Click the curve name at the top of the Curve Data window.

or

e Click the Y-axis scale to toggle between the curve scales.

The table below describes how you can zoom in on a curve to view more details.

Step Action

1 Place your cursor in a corner of the area you want to enlarge.
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6 How to view results
6.1 How to view and edit your result layout

Step Action

2 Press and hold the left mouse button and drag diagonally over the
area.

Result: A rectangle appears.

3 Release the mouse button.

Result: The area within the rectangle is enlarged.

4 Repeat steps 1 - 3 to enlarge the selected area further.

5 Right-click and select Undo Zoom to zoom out one step.

6 Right-click and select Reset Zoom to return to the full window view.
How to save a You can save your edited layout. It can be applied later to any result file. Follow the
layout steps in the table below.

Step Action

1 Right-click and select Properties to open the Chromatogram layout

dialog box.

2 Select the Layout library tab.

3 Click the Save current layout as... button.

4 Enter a name for the layout and click OK.

How to apply a Select a layout from the Saved layouts list in the Layout library. Click the Apply
saved layout selected layout button.
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6.2

Introduction

How to open the
run documenta-
tion

The documenta-
tion window

How to view results 6

How to view the run documentation

The full documentation of a method run is stored in the result file. You can view this
information in the Documentation dialog box in the Evaluation module. This section
gives an example of how to view the Logbook.

Maximize the Evaluation module and either:

e Select the View:Documentation menu command

or

e Click the View Documentation icon.

(=]

Thisis an illustration of the Documentation dialog box with the Logbook tab selected.
Click the tabs to view other information.
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6 How to view results
6.3 How to compare curves

6.3

Introduction

Open the dialog

box

The Open curves
to comparedialog

box

How to compare curves

You can import or copy curves from different method runs into one chromatogram
for comparison. This section is an example of how you can use the function Open to
compare to import curves.

First open the dialog box Open Curves to Compare. You can either:

e Select File:Open to compare:Curves.

or

e Click the Open curves to compare icon.

on

The illustration below shows the dialog box Open Curves to Compare.

DOpen Curves to Compare ; 1[
— Chromatogram selection
Eolder et ADefaultAK OP100MmIT est 204 =l Browse. |
Riesult |02n003‘l om =l Browse... | Al |
Chromatogram: |1 j Browse... | All |
Curve hame: | Uv1_350nm Uv2_280nm = Bowse. | ar |
r— Found curves
Search I (wi02no031 001 02no031 001:1_UV1_350nm
[102nod3 001 02no031  001:1_UW2_290nm
Clear |
Select Al |
— Curve options
% Oweray € Stack € Minor
[ Stare in new chromatogram Campare
1] 4 Cancel Help

Howtoimportthe The table below describes how to import curves and store them in a new

curves
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chromatogram.

Step Action

1 Define search criteria for the folder, result, chromatogram and/or curve
name. Use the Browse command buttons.




How to view results 6

Step Action

2 Click Search.

Result: A list of found curves is displayed.

3 Repeat step 1 - 2 to add more curves to the list.
4 ¢ Select the individual curves that you want to import.
or

e Click Select all to import all curves.

5 Click the checkbox Store in new chromatogram and enter a name in
the text box (Compare is default).

Note: You can also save the curves in the active chromatogram.

6 Select one of the Curve options: Overlay, Stack or Mirror.

Result: This will decide how the curves are displayed.

7 Click OK.

How to set the If you selected the Stack option the Shift Curves by Offset dialog box is opened
stack offset automatically. Adjust the offset distance between the curves to a suitable value.

Shift Curves by Offsct

Dfizet Uni

Al =]
—Selacted curves wil ba included
[#01: UVI_215nm Select Al
w02 UVZ_2Hnm
w03 UV3_2dnm Dl

13 UMI_Z15nm
w14 UWI_Z1Smm
w15 Uv1_215mm

ok | Cercel | Heb
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7 How to print your chromatograms

7 How to print your chromatograms

Introduction This chapter describes how to print open chromatograms. Proceed to 8 How to create
and print reports on page 49 if you want to add text information to your prints or
create a complete report.

In this chapter This chapter contains the following section
Topic See
How to print active chromatograms 7.1
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7.1

Introduction

Before you print

How to print

How to print your chromatograms 7

How to print active chromatograms

This section describes how to print the chromatograms that are open in the Evaluation
module.

Open all chromatograms that you want to print in the Evaluation module before you
proceed.

The table below describes how to print active chromatograms.

Step Action

1 e Select the File:Print menu command.

or

e Click the Print icon.

&

Result: The Print Chromatograms dialog box opens.

2 Select print formats and layout options.

3 Click Preview.

Result: The Customise Report window opens.

4 e Verify that the layout is correct.

e C(Click Edit Mode to make changes, e.g. change the order of the
chromatograms. Click Preview to return to preview mode.

¢ Click Exit to return to the Print Chromatograms dialog box.

5 Click OK.
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7.1 How to print active chromatograms

The Print Chroma- This is an illustration of the Print Chromatograms dialog box.

tograms dialog  nore: The selected print format is outlined in red.

box
Print Chromatograms
 Printer
IAcrobat Diztiller

r— Print Farmat

—_ —
i LA

L] e

Chromatograms in each column 1

Chraomatagrams in each row

1 e

V¥ Use thick lines
™ Landscape

i

Preview. ..

DK& I Cancel | Help |
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How to create and print reports 8

8 How to create and print reports

Introduction The Evaluation module provides extensive tools to create detailed reports. This
chapter describes how to create reports.

In this chapter This chapter contains the following sections
Topic See
How to print an existing report format 8.1
How to edit an existing report format 8.2
How to create and print a customized report format 8.3
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8.1 How to print an existing report format

8.1 How to print an existing report format

Introduction This section describes how to use an existing report format to print a basic report
with a chromatogram and text.

How to print a re- The table below describes how to print a report.
port

Step Action

1 e Choose File:Report.

or

e Click the Report icon.

Result: The Generate Report dialog box opens.

i

2 Select format (From result) Print_SyntData_AKTA.

Result: This creates a report containing the chromatogram and the
answers to the questions from the Run Setup Questions page.

3 Click Print.

Result: The Print dialog box opens.

4 Click OK.

The Generate Re- This is an illustration of the Generate Report dialog box.
port dialog box

Generate Repork

Format LContents

- Header
- Documentation

[From result] Print SuntDats
[Global) BP_Chromatogr_Report
[Global) BF_Full_Report
[Global] Chromatofocusing 8 Ehromat.ogram Delete...
[Glabal] Chramatoaram - Synthesiz Data
[Global) Chromatogram_Peaks Edit...
[Global) Chromatogram_Huant
[Global) Chromatogram_Report
[Glabal) Full_Repart

[Global) Installation_Test
[Global) Print_Synth_Swe

Frint... I Frewview. .. Cloze Help

)
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8.2 How to edit an existing report format

Introduction This section describes how to open an existing report format to edit the items that
are included in the report.

How to open and The table below describes how to open and edit a report format.
edit a report

format Step Action
1 e Choose File:Report
or

¢ Click the Report icon.

Result: The Generate Report dialog box opens.

Generate Report : il

Framnat LCantents

#- Header Mew. ..
- - +-D Eab
(Global] BPFul Report AR

{Global] Cheomatelocusing :l Chromalzogrcm Delete
[Global) Cheomatogram &- Synthesis Data

[Glebal) Cheamatogram_Peaks Edit...
[Global] Cheomatogram_Q uant
[Global) Cheomatogram_Feport
[Global] Ful_Report

[Global] Instalation T est
[Glabal] Print_Syrith_Swe

pint. | Prevew.. | Cloze Help

2 Select a report format.

3 e Click Edit.

Result: The Customize Report window opens in edit mode.

4 ¢ Double-click an item that you want to edit in the report.

Result: A Setup dialog box specific for the item opens.

5 e Edit the item.

e Repeat step 4 for all other items you want to edit.
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8 How to create and print reports
8.2 How to edit an existing report format

How to apply the Once you have finished editing the report items you can apply the format.

report format
If you want to... then...

to print the report e click the Printicon.

&

topreviewthechanged | ¢ click the Preview button.
report layout

to save the format e choose File:Save As and enter a name for the report
format.
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8.3

Introduction

How to create a
new report format

How to create and print reports 8

How to create and print a customized report format

You can select a number of different objects (including chromatograms, methods,
images, free text etc.) and create a customized report format. The objects can be
aligned, re-sized and positioned to fit your specific layout. This section describes only
some of the formatting options.

The table below describes how to create a new customized report format.

Step Action

1 e Choose File:Report.

or

¢ Click the Report icon.

Result: The Generate Report dialog box opens.

2 Click the New button.

Result: The Create New Report Format dialog box opens.

3 Choose Customised Format and click OK.

Result: The Customise Report window opens.

4 Proceed to "How to add items to the empty report".
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How to add items The table below describes how to add items to your empty report format.

to the report
Step Action

1 Select an information item.

¢ (lick one of the item icons in the toolbar.

or

e Select an item from the Insert menu.

T Freetext
@ Picture

Text Method
i_hromatogranm

| Documentation
Evaluation log
E SequUence

2 Press and hold down the left mouse button, and drag out a box to the
size of the item you want to insert.

Note: The mouse pointer shows a symbol for the type of item you have
selected.

3 Release the mouse button.

Result: A Setup dialog box opens. The dialog box is specific to the type
of item that you want to insert.

4 Select the options you want.

5 Click OK.

6 Repeat steps 1 to 5 for each new item you want to insert.
7 Click Preview to view the final results.
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TheSetup Chroma- The illustration below shows the Setup Chromatogram dialog box in the Customise
togramdialogbox Report window.

i=| Cugkams e o park : : R midd o Clal=l
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3

I Qriginal i rams ek
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[ Cmed | Deline.,
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How to set up the The table below describes how to set up the page formatting.
page format

Step Action

1 Double-click anywhere in the Customise Report window.

Result: The Page Setup dialog box opens.

2 Click the Page Setup tab and enter values for all Margins.

3 Click the First Header tab and select the items that you want to include
in the first page header.

4 Click the Footer tab and select the items that you want to include in
the footer.

5 Click the Header tab and select the items that you want to include in
the header.

Note: This tab is not available if you selected Same header on all pages
in the Page Setup tab.
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The Page Setup The illustration below shows the First Header tab in the Page Setup dialog box.
dialog box

Page Setup
Page Setup  First Header | Header | Faater I

The selected iterns will be included in the report
— Select ltem —Logo

[CICurmrent uger - Earit... ¥ Logo
Run user

[CICurrent date: & time: Select Al | E":'WSB'"l " Middle

[v]Run date & time + Bight

[w]|Report title
[WIResult file name Clear Al | L
(w|M ethod file name .
v
[ 1P'age number | Line Over

(IR | ¥ Line under

Free text I Font... |
Report fitle: IUNIEUFIN Report Font... |

QK. I Cancel
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